Key indicators: single-crystal X-ray study; T = 120 K; mean (C-C) = 0.004 Å; R factor = 0.029; wR factor = 0.077; data-to-parameter ratio = 19.5.
Experimental
Crystal data (C 8 
Data collection
Bruker SMART 1000 CCD areadetector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0. Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; Ày þ 1; Àz þ 1; (ii) x; y À 1; z; (iii) Àx; Ày þ 2; Àz þ 1; (iv) x À 1; y; z À 1; (v) Àx þ 2; Ày þ 1; Àz þ 1.
Data collection: SMART (Bruker, 1998 ); cell refinement: SAINTPlus (Bruker, 1998) ; data reduction: SAINT-Plus; program(s) used to solve structure: SHELXTL (Sheldrick, 2008 ); program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. The asymmetric unit of the title compound is shown in Fig. 1 . The bond lengths have normal values (Allen et al., 1987) .
In the crystal structure, anions and cations are linked into a three-dimensional network via intermolecular N-H···Cl hydrogen bonds. In addition, there are fairly close intermolecular S···Cl contacts ca. 3.24Å.
Experimental
To a methanol solution of ZnCl 2 (1 mmol, 0. 136 g) was added, 2,2'-Diamino-5,5'-Dimethyl-4,4'-bithiazole (dadmbtz) (1 mmol, 0. 226 g). The mixture was refluxed for 2 h. The solution was cooled and filtrate was slow evaporated at room temperature. After 12 days, yellow block shaped crystals of the title compound were obtained.
Refinement
The hydrogen atoms boned to N atoms were located in difference Fourier maps and refined in 'as found' positions in a riding-model approximation with U iso (H) = 1.2U eq (N). H atoms boned to C atoms were placed in calculated positions and refined in a riding-model approximation with U iso (H) = 1.2U eq (C) or 1.5U eq (C) for methyl H atoms.
Figures Fig. 1 . The molecular structure of (I). Displacement ellipsoids are drawn at the 30% probability level and H atoms are shown as small spheres of arbitrary radii.
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